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TriMethyl-Histone H3-K79 Rabbit pAb
79082-20;79082-100

H3.4; H3/g; H3FT; H3t; HIST3H3; Histone H3; HISTIH3A

20 pl for 29082-20; 100 pl for 29082-100

See labels on tube
Rabbit

I1gG
Human, Mouse, Rat

Asynthetic methylated peptide surrounding K79 of human histone H3.

Q16695

15kDa

15kDa

WB (1:500-1:2,000)
IHC (1:50-1:200)

IF (1:50 - 1:200)
CHIP (1:20-1:100)
IP (not tested)

Note: Antibody dilution should be optimized by users.
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Immunoblotting 25 ug whole cell extracts of

various celllines using TriMethyl-Histone H3-
K79 antibody (Z9082) at 1:1,000 dilution.

LA - b
“. . > - - ‘ » )
—‘ag ey 4
Jo‘,x 7 A.'
.3 o\ L z;l ,
[ . a & -

B “ea S Gxs WS
~ \ .‘K/ > "‘.
i o v &
PEP S =

> ¥y - af‘,‘f a r
o S e B
~'R,.* ?’, "

- Sk, < -’\‘ \-

- . ’l‘. ey
al 7w Sd v T8 -

Immunchistochemistry of human mammary
cancer using TriMethyl-Histone H3-K79
antibody (Z9082) at 1:100 dilution.

Relative Enrichment to Input

0.025 | H3K79me3 antibody

Rabbit IgG

AF

Chromatin immunoprecipitation analysisof
293T cell extracts using TriMethyl-Histone H3-
K79 antibody antibody (Z9082) and rabbit IgG.

DAPI H3K79 me3

Immunofluorescence of 293T cells using
TriMethyl-Histone H3-K79 antibody (Z9082) at
1:100 dilution. Blue: DAPI nuclear staining.
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L1 :BPBio

/ Ubiquitin-Proteasome Biotechnologies
Purification: Protein A or G affinity purification
Buffer: PBS with 0.02% sodium azide, 50% glycerol, pH7.3.
Storage: Storeat -20°C. Centrifuge to maximize product recovery.
Background: Histone H3 isa core component of nucleosome. Nucleosomes wrap and compact DNAinto

chromatin, limiting DNA accessibility to the cellular machineries which require DNAas a
template. Histones thereby play a central rolein transcription regulation, DNA repair, DNA
replication and chromosomal stability. DNA accessibility is regulated via acomplex set of post-
translational modifications of histones, also called histone code, and nucleosome remodeling.
Lysine methylation occurs primarily on histones H3 (Lys4, 9, 27, 36, 79) and H4 (Lys20) and has
been implicated in both transcriptional activation and silencing.

Reference: 1. AlbigW, et al. (1996)Hum Genet 97, 486-491.
2. TachiwanaH, et al. (2008) Nucleic Acids Res 36, 2208-2218.
3. Lee DY, et al. (2005) Endocr Rev 26, 147-170.

Note: This product is for research use only.
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